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Fdbla -> Graphic Map j 

DNR sequence 9996TTp. RRTRGTGGRCTC ... TCC^GTTTTTT circular 





• # 



Apall Xhol 
GTGCACA GCCAGAAACGCTGGTGAAAGTAAAAGATGCTGAAGATCAGTTGG GTGCTC GAGTGGGTTACATCGA 
QPETLVKVKDAEDQLGA RVGYI E 
26 31 41 

ACTGGATCTCAACAGCGGTAAGATCCTTGAGAGTTTTCGCCCCGAAGAACGTTTTCCAATGATGAGCACTTTTAAAGTTC 
LDLNSGKI'LESFRPEERFPMMSTFKV 
51 61 71 



TGCTATGTGGCGCGGTATTATCCCGTGTTGACGCCGGGCAAGAGCAACTCGGTCGCCGCATACACTATTCTCAGAATGAC 
LLCGAVLSRVDAGQEQLGRRIHYSQND 
81 91 101 



TTGGTTGAGTACTCACCAGTCACAGAAAAGCATCTTACGGATGGCATGACAGTAAGAGAATTATGCAGTGCTGCCATAAC 
LVEYSPVTEKHLTDGMTVRELCSAAI T 

111 121 

Pvul 

CATGAGTGATAACACTGCGGCCAACTTACTTCTGACAACGATCGGAGGACCGAAGGAGCTAACCGCTTTTTTGCACAACA 
MSDNTAANLLLTTIGGPKELTAFLHN 
131 141 151 

TGGGGGATCATGTAACTCGCCTTGATCGTTGGGAACCGGAGCTGAATGAAGCCATACCAAACGACGAGCGTGACACCACG 
MGDHVTRLDRWEPELNEAI PNDERDTT 
161 171 181 

PstI Fspl 
ATGC CTGCAG CAATGGCAACAACGT TGCGCAA ACTATTAACTGGCGAACTACTTACTCTAGCTTCCCGGCAACAATTAAT 
MPAAMATTLRKLLTGELLTLASRQQLI 

191 201 

AGACTGGATGGAGGCGGATAAAGTTGCAGGACCACTTCTGCGCTCGGCCCTTCCGGCTGGCTGGTTTATTGCTGATAAAT 
DWMEADKVAGPLLRSALPAGWFIADK 
211 221 231 

CTGGAGCCGGTGAGCGTGGGTCTCGCGGTATCATTGCAGCACTGGGGCCAGATGGTAAGCCCTCCCGTATCGTAGTTATC 
SGAGERGSRGI IAALGPDGKPSRIVVI 
241 251 261 

TACACGACGGGGAGTCAGGCAACTATGGATGAACGAAATAGACAGATCGCTGAGATAGGTGCCTCACTGATTAAGCATTG 
YTTGSQATMDERNRQIAEIGASLIKHW 

271 281 

Not I 

GGGGATTGAGGGGCGTGCGGCCGC 
G I E G R A A 
291 



FIG. IB 
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[psa!9Aj302] = 2.4 M Kd = 5.7 10-9 M 



FIG. 2 




FIG. 3 



# • 

Clone p!9Rb404. 



substrate = PenG 



Kcat-E (s-1) 


Kcat-Eab (s-1) 


[Et] (nM) 


kd (nM) 


134,3 


11 


2,4 


50 




FIG. 4 



FIG. 5A 

Clone p66Rb330 



substrate = Cenla 



Kcat-E (s-l) 


Kcat-Eab (s-l) 


TEtl (nM) 


kd (nM) 


32.8 


56.5 


6.4 


360 




FIG. 5B 

substrate = PAD AC 



Kcat-E (s-I) 


Kcat-Eab (s-l) j[Etl (nM) 


kd (nM) 
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245 |0,64 
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FIG. 6 



